Supplementary Figure 1 . qRT-PCR analysis of the expression of candidate factors including SOX2, MITF, PAX3, DLX5, FOXD3, LEF1, MSX1, PAX6, SOX2 and SOX9 in fibroblasts after infection. mSOX2, mMITF, mPAX3, mDLX5, mFOXD3, mLEF1, mMSX1, mPAX6, mSOX2 and mSOX9 mean that these genes are mouse origin. OE represents fibroblasts infected with candidate factors; vector represents fibroblasts infected with empty vectors. Data shown are mean ± SD of the expression from three independent experiments.
Supplementary Figure 10 . In vitro functional analysis fo hiMels using 3D skin reconstruction assay. a. hiMels derived from human fetal fibroblast in 3D skin equivalents. 3D skin equivalents were constructed using foreskin keratinocytes and hiMels. Fontana-Mason staining of 3D skin equivalents showed melanin pigment in keratinocytes, indicating transfer of pigment from melanocytes to keratinocytes. Arrow heads point to pigments in the keratinocytes. Melan-A and S100 stained scattered melanocytes in the dermal epidermal junction. Scale bar, 30 µm. b. hiMels derived from human fetal fibroblasts pigment production in response to MSH stimulation. α-MSH was applied on the top of the epidermis.The skin reconstruct was harvested 3 weeks after α-MSH stimulation. Fontana-Mason staining of the α-MSH-treated (left panel) and control (right panel) 3D skin reconstructs. Arrow heads point to pigments. Scale bar, 30 µm.
Supplementary Figure 11 . Skin reconstitution assays using MITF-induced fibroblasts. P2 human fetal fibroblasts were infected with MITF and cultured for 50 days. These MITF induced cells were used in the skin reconstitution assays. a. White hair follicles and hair shafts were observed at the site of injection, and photographed from the underside of the skin. Arrow heads point to the hair shafts. Scale bar, 2mm. b. FantanaMason staining of the reconstructed skin did not show any pigment in the hair follicle or epidermis. Scale bar, 50 µm.
